~Interactive Visualization of GRT and BioHTS Data
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all types must be analyzed. A parallel coordinates plot is one of the

‘ \ ‘ 0,065 f
AN ,-- £
30036“%\ w7\ ; /

60]
more effective visualization methods for visualizing multi variant data. . s ; .48 / A %
Parallel Coordinates N7 A '
Parallel coordinates plots are used to show a set of points in an n- Sl S 'j'.,”;(’, | =\ w | |
dimensional space. It uses nparallel vertical axes. A point in n- ' 1 oo N o N e/ oo S SSiaa s : N
dimensional space is represented as a ploy-line with vertices on the et BioHTS Visualization for Haralick Features
parallel axes; the position of the vertex on the iI-th axis corresponds to i : L. .
the i-th coordinate of the point [1]. In this project, the D3 [2] library was = N Visualization of BioHTS |
used to generate the plots. Based on established principles, such as _— The BIOHTS data Is even more complex in nature than the GRT data.
parallel coordinates, these algorithms were amended specifically to the e ey s Based on the cell images, various different image processing algorithms
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i developed that summarizes the IDCMs based on statistical methods, such as representing that feature all the way to the left. Similarly, axes can be swapped
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